Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.043; wR factor = 0.110; data-to-parameter ratio = 9.9.
Hydrogen-bond geometry (Å , ).
Cg1-Cg5 are the centroids of the C36-C41, C30-C35, C24-C29, C42-C47 and C60-C65 rings, respectively. H···π interactions between hydrogen atoms of the guanidinium ion and phenyl rings (centroids) of both tetraphenylborate ions are present, with bond lengths ranging from 2.66 to 2.92 Å (Table 1) . Here, hydrogen atoms of -CH 2 groups, -N(CH 3 ) and C Phenyl are involved (Fig. 2) . In contrast, N-H···Ph interactions towards the (BPh 4 ) -ions were not observed.
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Experimental
The title compound was obtained by reaction of N′′- [3-(dimethylamino)propyl]-N,N,N′,N′-tetramethylguanidinium chloride (Tiritiris & Kantlehner, 2012) with one equivalent benzyl chloride in acetonitrile at room temperature. After evaporation of the solvent the crude N, N,N′,N′-tetramethyl-N′′-[3-(benzyldimethylammonio) propyl]guanidinium dichloride (I) was washed with diethylether and dried in vacuo. 1.0 g (2.75 mmol) of (I) was dissolved in 20 ml acetonitrile and 1.88 g (5.5 mmol) of sodium tetraphenylborate in 20 ml acetonitrile was added. After stirring for one hour at room temperature, the precipitated sodium chloride was filtered off. The title compound crystallized from a saturated acetonitrile solution after several days at 273 K, forming colorless single crystals. Yield: 1.97 g (77% 
Refinement
The title compound crystallizes in the non-centrosymmetric space group Cc; however, in the absence of significant anomalous scattering effects, the Flack parameter is essentially meaningless. Accordingly, Friedel pairs were merged. The N-bound H atom was located in a difference Fourier map and was refined freely [N-H = 0.85 (5) Å]. The hydrogen atoms of the methyl groups were allowed to rotate with a fixed angle around the C-N bond to best fit the experimental electron density, with U iso (H) set to 1.5 U eq (C) and d(C-H) = 0.96 Å. The remaining H atoms were placed in calculated positions with d(C-H) = 0.97 Å (H atoms in CH 2 groups) and (C-H) = 0.93 Å (H atoms in aromatic rings). They were
included in the refinement in the riding model approximation, with U iso (H) set to 1.2 U eq (C). 
Computing details
Figure 1
The structure of the title compound with displacement ellipsoids at the 30% probability level. All carbon bonded hydrogen atoms were omitted for the sake of clarity. 
Data collection
Bruker-Nonius KappaCCD diffractometer Radiation source: sealed tube Graphite monochromator φ scans, and ω scans 6442 measured reflections 6442 independent reflections 5242 reflections with I > 2σ(I) R int = 0.000 
